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KUE R (dual respiration ):

FYIX R (fauna):

J5'5 % (protonephridium):

Jiliyfl (alveolus):

10. A=Z&47 (ecological niche):

A S A N L I A

= EHTE (814, 320 0)

1. e 37 07 KON ( ) AT 8 J 5] ) R B AR ( )
o 275 TR AR I SR ( )

2. BB ( MR ( WEZ ( YW RIS TR HESh ) o

3. DGR B ( VDB ISR R R — BN 3 2, edh—
JZN( ), B AE RN, B ), T AR PR A
—Z R, B ), BHRAT R

4. FFEEh P HEN) 32 B B — X ( YAk ( RS

5. SRR AL E IR AR, B IINLRR R IR 1 ( VoS AR LA K
( )B( VHETBC MR T4 T

6. L% ME— (1) HE JhR JI 2 ( ), REAP WA IR IR R BALTE, FERTHIK.
SRIEEIE & H A BN, AT SRR FEMSER)EN, R
N( VLG

7. RAE—H 4 =AM, BREE. ( ) ( YHI( )e



=, WA (B8 10 5, 360 )
1. R P A7 25385 I8 o 2 37 PO A S S 5 3 1
2. o Rt SRR 53 9 J LA SR A H 4 S b L2
3. IR M O F 5 MR R LA S o b PR
4. IR S TIP3 (B SR 1 1 6 TR M TR T TR o
5. PR ARSI ANIR B A K B R . I AT Bt A 2
6. WRIRTCEHESH P 1 R GE M HEAL L FE



KB L

— AR (BB 4 7y, 3520 7))
1. blastula I gastrula
2. primordial germ cell 1 germline stem cell
3. auto-induction Al embryonic induction
4. preformation F1 epigenesis

5. chromosome diminution 1 X chromosome inactivation
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1. Angiogenesis

2. Autophagy

3. Warburg effect

4. Metastasis

5. Phagocytosis

6. Protein Acetylation
7. Innate immunity

8. Oncogene
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% (Nucleoid)

BIRMEYIE (Lysogenic Bacterium or Lysogen)
S4B (Defective Viruses)

JRGMERZIR  (Infectious Nucleic Acid)

B (Antisepsis)

B V& AL (Colony-Forming Units, CFU)
SREEANTA (Cell Wall Deficient Bacteria)

B4R 7 (Enrichmnent Culture)
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1. #1k¥ (Terminator)
2. 18 (Molecular Chaperones)
A[AFEIY]] (Alternative Splicing)
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.RNA %% (RNA Editing)

5. Yt i ¥ (Chromatin Remodeling)
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k4> (Synapsis)

10. #i49RAF (Frameshift Mutation)
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